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Abstract

“Standard” protocols for performing biologica assessments are actually a series of methods that, when performed
together, can provide high quality data and estimates of biological condition. For example, assessment activities
that specify rapid bioassessment protocols (RBP) use various specific methods for selecting sampling locations,
field sampling, sample sorting, taxonomic identifications, data entry and data management, data analysis, and
interpretation of conditions. Different approaches for accomplishing any of these steps may render two datasets
or programs incomparable. Even if different programs purportedly use the same methods, each program may be
unable to document performance characteristics. This makes combining datasets problematic, since there may be
no way to evaluate uncertainty. Performance characteristics include concepts and calculations such as, for
example, precision, accuracy, bias, representativeness, and completeness. In this paper, we describe devel opment
of two performance characteristics, i. e., percent taxonomic disagreement (PTD), and sample sorting efficiency.
The former is a quantification of the precision associated with taxonomic identifications, and is illustrated using
benthic macroinvertebrate results. The latter is a numeric description of how well a laboratory is able to separate
benthic macroinvertebrates from detritus in the laboratory, and is calculated using results from standard quality
contral (QC) rechecks. We illustrate the potential use of PTD and sorting efficiency as QA/QC “contral limits’
for determining 1) the taxonomic quality of a dataset, and 2) the confidence that can be associated with laboratory
sorting results. Further, we discuss implications for acceptability of direct comparisons among samples within a
dataset, and between datasets.



