Narrative Description of Bioassessment Program
(based on macroinvertebrate assemblage)
Agency___Gondwanaland Department of Continental Drift____________________
Date  __8 May 2006________   Contact___Charles Darwin_____________________
	COMPONENTS
	DESCRIPTION

	Habitat  Selection for Biological Survey

	All available of the following: Riffle, Rootbank, Leaf packs, Sand, and Rocks or Snags not sampled in other habitats


	Sampling Gear

	1-m2 kick net, A-frame dip net, 2 #30 mesh sieve buckets, 3 white pans, 

	Collection Method

	· approximately 100-meter reach representative of the stream, at least 100 meters upstream of bridge crossing 
· all samples collected late April-early July, samples not collected during high flows or no flow conditions

· cursory survey of the site conducted to identify available/typical habitats within reach.  Replicate samples reflect habitat variability.

· multi-habitat assessment: standardized area of all available of habitats (riffle, rootbank, leaf packs, sand, rock/snags not sampled in other habitats)

· Each habitat preserved separately in 100% ethanol

	Area Sampled

	Riffle-2m2; Rootbank-1 m sweep with A-frame; Sand -1 m sweep with A-frame; CPOM ~ ¼-1/2 wash bucket collected evenly throughout sampling reach (depending on abundance); Rocklog~4-6 snags/logs/sticks or rocks sampled evenly throughout reach (depending on availability)

	Site Replication or Repeat Visits

	Done to meet minimum data requirements of State’s Listing and Assessment Methodology

	Replication at time of Sampling

	10% of sites from an annual sample lot

	Subsampling And 
Enumeration

	· Each habitat processed separately using an 8 x 10 x 2 inch gridded pan (4 cm x 4 cm); material distributed evenly

· A sample is 100% processed if it contains ≤ 100 organisms.
· Samples  >100 organisms are subsampled  
· The number of squares (at least 5) are completely picked to reach ≥100 organisms.  Squares to be picked are randomly selected.
· A 5'Pick is conducted after the random SS to capture rare/lg organisms. 

· If organisms are extremely abundant in a sample (≥ 100 organisms counted in 1 square), a split sample is done


	Taxonomic Level of ID

	Genus for all organisms except oligos/annelids.

	Taxonomic QC

	10% of samples

	Data Analysis/Metrics

	Results of 5 metrics (Total taxa richness, EPT taxa richness, NCBI, % EPT organisms, % Dominant taxon) combined into a multimetric Macroinvertebrate Assessment Index Based on bioregions and reference reaches

	Habitat Assessment

	Conducted during each assessment using modified 1999 RBP RR/GP forms; assessment criteria based on bioregions and reference reaches.

	Data Management and Mode of Storage

	All taxonomic data entered into an ACCESS database, developed to store/manage collection/processing data, and to calculate method performance and QC results for staff.  Taxa lists and metric results downloaded from ACCESS database into statistical software for Index calculation, taxonomic QA/QC, development and testing of new metrics

	Written Protocols & Availability 

	Revised in 2005, primarily for internal use, but also available to anyone who wants one.  Will be updated based on 2005 pilot study (using probabilistic selection of watersheds along a human disturbance gradient)

	Other Assemblages Incorporated 

	Fish surveys conducted for Special Studies but not routine monitoring; fish methods standardized, but fish index not fully validated; exploratory studies on periphyton underway

	Purpose for Monitoring

	· To estimate overall water quality;

· To categorize waters in Alabama’s Integrated Assessment Report; and,

· To develop nutrient criteria, sediment criteria, biological condition gradients, and assessment criteria that can be used to assess wadeable rivers and streams statewide. 




